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REDfly is a curated portal for Drosophila cis-regulatory data with 
records for empirically validated cis-regulatory modules (CRMs, 
“enhancers”) and  transcription factor binding sites (TFBSs) from 
the published literature. REDfly currently covers more than:
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mapped transcription factor binding sites

predicted CRMs

curated publications

genes with one or more associated features
...and growing

REDfly is funded by the National Science Foundation        and the National Institute of General Medical Sciences

Take our quick 4-question REDfly survey and enter to win a free REDfly T-shirt! www.surveymonkey.com/r/L83SV5B

Info Browser Citation & Evidence

Sequence Expression, Staging, GO, Sex, Ectopic


