Identlflcatlon of a genetic locus and environmental factors influencing initial cocaine sensitivity in C3H substrams
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CONCLUSIONS AND FUTURE STEPS

locomotor stimulating effects of cocaine. Establishing the role of the gut microbiome in the Conclusions:

. . . . 60000+
behavioral effects of cocaine provides a potential avenue for novel treatments.

« C3H/HeNTac mice have significantly higher acute sensitivity to 5, 20 and 40mg/kg
cocaine compared to C3H/Hel mice

 C3H/HeNTac mice do not show behavioral sensitization at 20mg/kg but this could be
due to a ceiling effect at this dose. Lower doses should be tested

 Observed differences in cocaine-induced locomotor activation do not appear to be
driven by a difference in levels of cocaine or its active metabolite in the brain. Additional
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ACUTE COCAINE SENSITIVITY & BEHAVIORAL SENSITIZATION

Acute sensitivity to 5, 20 and 40 mg/kg cocaine was assessed using locomotor activity in the
open field (OF). Behavioral sensitization was measured using a 19-day protocol during which
mice received either an i.p. injection of saline (S) or cocaine (C).
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