
(A) Control fly wing. (B) The rudimentary (r) gene
encodes the Drosophila carbamoyl-phosphate
synthetase 2 (CAD. Classical r alleles cause dramatic
wing tissue undergrowth, as shown in a line drawing
from the ‘Red Book’. (C) nubbin-GAL4 driving UAS-
dCas9-VPR + TRiP-OE sgRNA targeting suppressor of
rudimentary [su(r)]. As expected, overexpression of
su(r) phenocopies the LOF of r phenotype.
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Large-scale transgenic Drosophila resource collections for loss- and gain-of-function studies
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TRiP-KO in vivo

esg-GAL4, tub-GAL80ts, UAS-GFP, UAS-Cas9 flies crossed 
to TRiP-KO stocks targeting four genes with known 
phenotypes in Drosophila intestinal stem cells (ISCs)

The Transgenic RNAi Project (TRiP)
We have established a new in vivo functional genetics platform for
production of reagents based on CRISPR-Cas9.

TRiP-CRISPR Overexpression (TRiP-OE)
Stocks express sgRNAs targeting upstream of a gene transcription start
site. Gene activation is triggered by co-expression of catalytically dead
Cas9 (dCas9) fused to an activator domain, either VP64-p65-Rta (VPR)
or Synergistic Activation Mediator (SAM).

TRiP-CRISPR Knockout (TRiP-KO)
Stocks express one or two sgRNAs targeting the coding sequence of a
gene or genes, allowing for generation of indels in both germline and
somatic tissue.

Search and nominate
Researchers can view what is currently available or in production, and
submit new nominations for both TRiP-OE and TRiP-KO stock
production through our sgRNA Stock Tracking System. As with our
earlier RNAi libraries, TRiP-CRISPR stocks are distributed by the
Bloomington Drosophila Stock Center, which lists available stocks on
their guideRNAs page.

Intro to the TRiP

We continue to produce RNAi stocks
The RNAi collection, which is near completion, is currently
composed of 14,539 lines covering 78% of Drosophila genes.
Stocks that we generate are made available through the
Bloomington Stock Center, which as of today has distributed
more than 500,000 TRiP stocks.

TRiP-OE in vivo

RSVP Plus database
RSVP Plus, allows for search and view of RNAi and sgRNA fly stocks from TRiP, VDRC, and
NIG-Japan, along with any available data regarding knockdown

TRiP-CRISPR Collections

Search and Nominate
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Homepage: sgRNA database:
flyrnai.org/tools/grna_tracker

Stock ordering:
bdsc.indiana.edu/stocks/genome_editing/sgrna.html
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TRiP Stocks Shipped Yearly

TRIP-CRISPR technologies

http://fgr.hms.harvard.edu/

