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PERSISTENCE IN THE LITERATURE

50 * Drosophila melanogaster is a model species for genetic studies that
has many beneficial interactions with its microbiota (Pais 2018).

Bleach-dechorionation of fly eggs and
re-inoculation with bacterial species
on 10% yeast, 10% glucose diet.
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* The microbiome of D. melanogaster plays a vital role in the health of
D. melanogaster, and is known to have many diverse effects on the D.
melanogaster phenotype and behavior, including lifespan, fecundity,
and pathogenic resistance.
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* The microbiome is influenced by diet in both lab and wild D.
melanogaster, and also a continuous uptake of diet can help to
establish a microbiome (Blum 2013).
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melanogaster.

PERSISTERS AND NON-PERSISTERS PERSISTENCE BY TREATMENT SIGNIFICANT GENES
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