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» Sterilized larvae formed distinct microbial communities on each diet (Fig. 2: A)
* Non sterilized larvae formed a distinct microbial community on a peach diet (Fig.2: B) Figure 2: Discriminant analysis of 10 most abundant symbiotic microbiota genera found in 1) Non sterilized and 2) Sterilized larvae
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Figure 3: Discriminant analysis of 10 most abundant symbiotic microbiota genera found in 1) Non sterilized and 2) Sterilized larvae



